
SEQUENCE LISTING 



<110> Felsch, Jason S. 
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Kalghatgi, Krishna 
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Hou, Yongmin 



<120> AFFINITY SELECTION-BASED SCREENING OF HYDROPHOBIC PROTEINS 



<130> 10845-033001 

<140> US 10/029,009 

<141> 2001-12-19 

<150> US 60/258,970 

<151> 2000-12-29 



<160> 29 



<170> FastSEQ for Windows Version 4.0 

<210> 1 
<211> 8 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> epitope tag sequence 
<400> 1 

Asp Tyr Lys Asp Asp Asp Asp Lys 
1 5 



<210> 2 
<211> 9 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> epitope tag sequence 
<400> 2 

Glu Glu Glu Glu Tyr Met Pro Met Glu 
1 5 



<210> 3 
<211> 9 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> epitope tag sequence 
<400> 3 

Tyr Pro Tyr Asp Val Pro Asp Tyr Ala 
1 5 



<210> 4 
<211> 12 



2 



<212> PRT 

<213> Artificial Sequence 
<220> 

<223> epitope tag sequence 
<400> 4 

Lys His Lys Leu Glu Gin Leu Arg Asn Ser Gly Ala 
15 10 



<210> 5 

<211> 11 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> epitope tag sequence 



<400> 5 

Gin Pro Glu Leu Ala Pro Glu Asp Pro Glu Asp 
15 10 



<210> 6 

<211> 39 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> epitope tag sequence 



<400> 6 

Met Asn Gly Thr Glu Gly Pro Asn 

1 5 
Thr Gly Val Val Arg Ser Pro Phe 
20 

Glu Pro Trp Gin Phe Ser Met 
35 



Phe Tyr Val Pro Phe Ser Asn Lys 

10 15 
Glu Ala Pro Gin Tyr Tyr Leu Ala 
25 30 



<210> 7 

<211> 488 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> target sequence 



<400> 7 



Met 


Lys 


His 


Lys 


Leu 


Glu 


Gin 


Leu Arg Asn Ser Gly Ala Glu 


Glu 


Glu 


1 








5 








10 






15 




Glu Tyr 


Met 


Pro 


Met 


Glu 


Met 


Asn 


Asn Ser Thr 


Asn 


Ser Ser 


Asn 


Asn 








20 










25 




30 






Ser 


Leu 


Ala 


Leu 


Thr 


Ser 


Pro 


Tyr 


Lys Thr Phe 


Glu 


Val Val 


Phe 


He 






35 










40 






45 






Val 


Leu 


Val 


Ala 


Gly 


Ser 


Leu 


Ser 


Leu Val Thr 


He 


He Gly 


Asn 


He 




50 










55 






60 






Leu 


Val 


Met 


Val 


Ser 


He 


Lys 


Val 


Asn Arg His 


Leu 


Gin Thr 


Val 


Asn 


65' 










70 






75 








80 


Asn 


Tyr 


Phe 


Leu 


Phe 


Ser 


Leu 


Ala 


Cys Ala Asp 


Leu 


He He 


Gly Val 










85 








90 






95 




Phe 


Ser 


Met 


Asn 


Leu 


Tyr 


Thr 


Leu 


Tyr Thr Val 


He 


Gly Tyr 


Trp 


Pro 



100 105 110 



3 



Leu Gly Pro 


Val 


Val 


Cys 


Asp 


Leu 


Tm 


Leu 


Ala 


Leu 


Asp Tyr 


Val 


Val 


115 










120 










125 








Ser Asn Ala 


Ser 


Val 


Met 


Asn 


Leu 


Leu 


lie 


lie 


Ser 


Phe Asp 


Arg 


y 


130 


















14 0 

XIV 










Phe Cys Val 


Thr 


Lys 


Pro 


Leu 


Thr 


Tvr* 


Pro 


Val 


Lys 


Arg Thr 


Thr 


T ,VQ 


145 






1 so 

1 3 \J 










155 










1 fio 

X O \J 


Met Ala Gly Met 




Tip 


Ala 


Ala 


Ala 


Trp Val 


Leu 


Ser 


Phe 


T 1 o 
11C 


Leu 






ID J 










170 










17c 




Trp Ala Pro 


Ala 


He 


Leu 


Phe 


Trp 


Gin 


Phe 


lie 


Val 


Gly Val 


rtx y 


Thr 




180 










185 










190 






Val Glu Asp Gly 


Glu 


Cys 


Tvr 


lie 


Gin 


Phe 


Phe 


Ser 


Asn 


Ala 


Ala 


Val 


195 










200 










205 








Thr Phe Gly Thr 


Ala 


He 


Ala 


Ala 


Phe 


Tyr 


Leu 


Pro 


Val 


He 


He 


Met 


210 








215 










220 










Thr Val Leu 


Tyr 


Tro 


His 


lie 


Ser Arg 


Ala 


Ser 


Lys 


Ser Arg 


lie 


Lys 


225 






230 










235 










£, *± \J 


Lys Asp Lys 


Lys 


Glu 


Pro 


Val 


Ala 


Asn 


Gin Asp Pro Val 


Ser 


Pro 


Ser 






245 










250 










ore 

£. D _> 




Leu Val Gin Gly 


Arg 


He 


Val 


Lys 


Pro 


Asn 


Asn 


Asn 


Asn 


Met 


Pro 


Ser 




260 










265 










270 








Gly 


Leu 


Glu 


His 


Asn 


Lys 


lie 


Gin 


Asn Gly Lys 


Ala 


Pro 


275 










280 










285 








niy nop trLKJ 


val 


Thr 


Glu 


Asn Cys 


Val 


Gin Gly Glu Glu Lys 


Glu 


Ser 


290 








295 










300 










Ser Asn Asp 


Ser 


Thr 


Ser 


Val 


Ser 


Ala 


Val 


Ala 


Ser 


Asn 


Met 


Arg Asp 


305 






310 










315 










320 


Asp Glu lie 


Thr 


Gin 
325 


Asp 


Glu 


Asn 


Thr 


Val 
330 


Ser 


Thr 


Ser 


Leu 


Gly 
335 


His 


Ser Lys Asp 


Glu 


Asn 


Ser 


Lys 


Gin 


Thr 


Cys 


lie Arg 


He Gly 


Thr 


Lys 




340 










345 










350 






Thr Pro Lys 


Ser 


Asp 


Ser 


Cys 


Thr 


Pro 


Thr 


Asn 


Thr 


Thr 


Val 


Glu 


Val 


355 










360 










365 








Val Gly Ser 


Ser 


Glv 


Gin 


Asn Gly Asp 


Glu 


Lys 


Gin 


Asn 


lie 


Val 


Ala 


370 








375 










380 










Arg Lys lie 


Val 


Lys 


Met 


Thr 


Lys 


Gin 


Pro 


Ala 


Lys 


Lys 


Lys 


Pro 


Pro 


385 






390 










395 










400 


Pro Ser Arg 


Glu 


Lys 


Lys 


Val 


Thr Arg 


Thr 


lie 


Leu 


Ala 


lie 


Leu 


Leu 






405 










410 










415 




Ala Phe He 


He 


Thr 


TrD 

IT 


Ala 


Pro Tyr 


Asn 


Val 


Met 


Val 


Leu 


lie 


Asn 




420 










425 










430 






Thr Phe Cys ■ 


Ala 


Pro 


Cvs 


lie 


Pro 


Asn 


Thr 


Val 


Trp 


Thr 


He 


Gly Tyr 


435 










440 










445 








Trp Leu Cys 


Tyr 


lie 


Asn 


Ser 


Thr 


lie 


Asn 


Pro 


Ala 


Cys 


Tyr 


Ala 


Leu 


450 








455 










460 










Cys Asn Ala 


Thr 


Phe 


Lys 


Lys 


Thr 


Phe 


Lys 


His 


Leu 


Leu 


Met 


Cys 


His 


465 






470 










475 










480 


Tyr Lys Asn 


He 


Gly 


Ala 


Thr Arg 






















485 

























<210> 8 
<211> 431 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> target sequence 
<400> 8 

Met Asp Tyr Lys Asp Asp Asp Asp Lys Met Gly Gin Pro Gly Asn Gly 

15 10 15 

Ser Ala Phe Leu Leu Ala Pro Asn Arg Ser His Ala Pro Asp His Asp 



4 



20 

Val Thr Gin Gin 
35 

Met Ser Leu lie 
50 

Thr Ala He Ala 
65 

He Thr Ser Leu 

Pro Phe Gly Ala 
100 

Phe Trp Cys Glu 
115 

Ser He Glu Thr 
130 

Thr Ser Pro Phe 
145 

Val He He Leu 

Pro He Gin Met 
180 

Cys Tyr Ala Asn 
195 

Ala lie Ala Ser 
210 

Val Phe Val Tyr 
225 

Lys lie Asp Lys 

Val Glu Gin Asp 
260 

Phe Cys Leu Lys 
275 

Gly Thr Phe Thr 
290 

His Val He Gin 
305 

Asn Trp He Gly 

Arg Ser Pro Asp 
340 

Arg Ser Ser Leu 
355 

Thr Gly Glu Gin 
370 

Leu Leu Cys Glu 
385 

Gly Thr Val Pro 

Thr Asn Asp Ser 
42 0 



Arg 


Asp 


wl U 


1 

val 








40 


Val 


Leu 


Ala 


He 






~j ~> 




T .\/G 

J_iy o 


IT IIC 


ni n 

VJl LI 


A vn 

Arg 




10 






Al a 




Al p» 


A cn 


85 








Al ^ 


riX 5 


Tip 

X XC 


Leu 


flic 


Trp 


Tnr 


Ser 








120 


Leu 


Cys 


Val 


He 






135 




Lys 


iyr 


m n 


OCX 










I'iC u 


1 

val 


lr p 


Tip 

11c 


165 








n J. £a 


irp 


iyr 


Arg 


ril 11 
\J± u. 


1 hi. 












200 


Ser 


He 


Val 


Ser 






215 




Ser 


Arg 


Val 


Phe 




230 






Ser 


Glu 


0 J. y 


Arg 


245 








vj 1 y 


7\ -y~r~\ 
r\±. y 


Thr 

J. ilX 


rii v 
oiy 


ri~\ n 
\J± u. 


nib 


Lys 


Ala 








280 


Leu 


Cys 


Trp 


Leu 






295 




Asp 


Asn 


Leu 


Tin 

x xe 




310 






iyr 


val 


Asn 


OCX 


325 








IT llG 


arg 


X -L C 


AT ^ 


uy 0 




iyr 


ul y 










Ser 


Gly 


Tyr 


His 






375 




Asp 


Leu 


Pro 


Gly 




390 






Ser 


Asp 


Asn 


He 


405 








Leu 


Leu 


Glu 


Glu 



25 





Val 


Val 


Glv 


Val 


Phe 


Gly 


Asn 








60 


Leu 


Gin 


Thr 


Val 






75 




Leu 


Val 


Met 


Glv 

oiy 




90 






IMC L. 


Lys 


Met 


ixp 


105 








Tl p 
11c 


Asp Val 


Leu 


Ala 


Val 


Asp 


Am 








140 


Leu 


Leu 


Thr 


Lys 






155 




Val 


Ser Gly 


Leu 




170 






Ala 


Thr 


His 


Gin 


185 








Asp 


Phe 


Phe 


Thr 


Phe 


Tyr Val 


Pro 








220 


Gin 


Glu 


Ala 


Lys 






235 




Phe 


His 


Val 


Gin 




250 






His 


Gly Leu 


Atct 


265 








Leu 


Lys 


Thr 


Leu 


Pro 


Phe 


Phe 


He 








300 


Arg 


Lys 


Glu 


Val 






315 




Gly 


Phe 


Asn 


Pro 




330 






Phe 


Gin 


Glu 


Leu 



345 

Asn Gly Tyr Ser 

Val Glu Gin Glu 
380 

Thr Glu Asp Phe 
395 

Asp Ser Gin Gly 
410 

Glu Glu Tyr Met 
425 











Met 


Gly 


He 


Val 


45 








Val 


Leu 


Val 


lie 


Thr 


Asn 


Tvr 


Phe 








ft 0 


Leu 


Ala 


Val 


Val 






95 




Thr 


Phe 


Glv 
01 y 


Asn 




X X u 






v^y 0 


Val 


X 111 


Al a 
ni a 


19c 

X Z D 








T\/r 
iyx 


Phe 


Ala 


lie 


Asn 


Lys 


Ala 


Arg 








1 fin 

low 


Thr 


Ser 


Phe 


Leu 






175 




Glu 


Ala 


lie 


Asn 




190 






Asn 


vJl XI 


Al a 


T\/r 


^ yj ~> 








Leu 


Val 


lie 


Met 


Arg 


Gin 


Leu 


Gin 








24 0 


Asn 


Leu 


Ser 


Gin 






255 




Arg 


Ser 


Ser 


Lys 




2 70 






Glv 


lie 


He 


Met 


O J 








Val 


Asn 


He 


Val 


± y- L 


He 


Leu 


Leu 








7 9 n 

J Ct \J 


Leu 


He 


Tyr 


Cys 






335 




Leu 


v-y 0 


TiPn 

J-JC u. 


A rn 




350 






Ser 


Asn 


Glv 


Asn 


365 








Lys 


Glu 


Ben 


iiy 0 


Val 


Gly 


His 


Gin 








400 


Arg Asn 


Cys 


Ser 






415 




Pro 


Met 


Glu 






430 







<210> 9 
<211> 488 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> target sequence 



<400> 9 



5 



Met 


Ala 


Thr 


Leu 


Pro 


Al Pi 
r\ X ct 


Ala 


Glu 


Thr 


Tm 


lie 


Asp 


Gly Gly 


Gly Gly 


1 








5 










i o 










15 




Val 


Gly 


Ala 


Asp 


Ala 


1 

v ct -L 


Asn 


Leu 


Thr 


Al 3 
ct 


Ser 


Leu 


Al a 
r\X ct 


Al ^ 
nla 


Gly Ala 








20 










25 










30 






Ala 


Thr 


Gly Ala Val 


VJ-L LI 


Thr Gly Trp 


Leu 


Gin 


Leu 


Leu 


Asp 


Gin 


Ala 






35 










A 0 










45 








Gly Asn 


Leu 


Ser 


Ser 


OCX 


Pro 


Ser 


AT a 


Leu 


Gly Leu 


Pro 


Val 


Al ^ 

r\ ± Ct 


OCX 




50 










55 










60 










Pro 


Ala 


Pro 


Ser 


ijin 


Pro 


Trp 


Ala 
Hid 


Asn 


Leu 


1 11X 


A cn 


Gin 


Phe 


Va 1 
V Ct X 


VjX I I 


65 










7 o 










75 










80 


Pro 


Ser 


Trp 


Arg 


T 1 o 

x xe 


Al ^ 

r\ ± Ct 


Leu 


Trp 


Ser 


Leu 


Al ^ 


iyr 


Gly Val 


1 

V Ct X 


1 

V Ct X 










O D 










QO 










Q t: 




Ala 


Val 


Ala 


Val 


Leu 


Gly 


Asn 


Leu 


He 


Val 


T1p 
lie 


Trn 

irp 


T1p 
lie 


Tl p 
lie 


Leu 


Al a 
r\X ct 








100 










105 










110 
X X u 






His 


Lys 


Arg Met 


Arg 


± tlx 


Vdl 


Thr 


Asn 


iyr 




Leu 


Wa 1 
V ct 1 


Asn 


Leu 


Al a 
ril ct 






115 










120 










1 9 R 

X £i J 








Phe 


Ser 


Asp Ala 


Ser 


Met 


Hid 


Ala 


Phe 


Asn 


Thr 

1 llX 


T .pi i 
.Lie Li 


V Ct X 


Asn 


php 
rile 


TIp 
IXC 




130 










135 










140 

11U 










Tyr Ala 


Leu 


His 


Ser 


Glu 


irp 


Tyr 


Phe 


Gly 


Al ^ 

r\X Ct 


A cn 


iyr 




Arg 


.rile 


145 










1 so 

X O \J 










155 










160 


Gin 


Asn 


Phe 


Phe 


Pro 


Tl P 
lit 


1 111 


Ala 


Val 


Phe 


Al A 

/T.X Ct 


OCX 


T1p 
lie 


iyr 


Ser 


Met 










165 










X / u 










175 




Thr 


Ala 


He 


Ala 


Val 


Asp 


Arg 


Tyr Met 


Ala 


X X c 


T1p 
lie 


Asp 




Leu 


Lys 








180 










185 










190 






Pro Arg 


Leu 


Ser 


Ala 


Thr 


Al ^ 

r\X ct 


Thr 


Lys 


X X c 


V^l 
v ct x 


T1p 
X X c 


\j ± y 


Coy 
OCX 


lie 


Trp 






195 










200 










9 0S 

Z U J 








He 


Leu 


Ala 


Phe 


Leu 


Leu 


AT a 
nl ct 


Phe 


Pro 


Gin 




Leu 


iyr 


oei 


Lys 


Thr 




210 










91 S 

-L ~J 










220 










Lys 


Val 


Met 


Pro Gly 


Ara 

nxy 


Thr 
i hi. 


Leu 


Cys 


Phe 


Va 1 

V Ct X 


Ulil 


Trp 


Pro 


Glu Gly 


225 










23 0 










Z. J O 










240 


Pro 


Lys 


Gin 


His 


Phe 


Thr 


iyr 


His 


lie 


lie 


1 

V Ct X 


Tip 


He 


Leu 


Val 


Tyr 










245 










o so 










255 




Cys 


Phe 


Pro 


Leu 


Leu 


lie 




Gly 


lie 


Thr 


Tyr 


Thr 


lie 


Val 


Gly 


lie 








260 










265 










270 






Thr 


Leu 


Trp Gly Gly 


Glu 


Tip 


Pro Gly 


Asp 


Thr 


Cys 


Asp 


Lys 


Tyr 


His 






275 










280 










285 








Glu 


Gin 


Leu 


Lys 


Ala 


Lys 


Arg 


Lys 


Val 


Val 


Lys 


Met 


Met 


lie 


lie 


Val 




290 




















300 










Val 


Met 


Thr 


Phe 


Ala 


He 




Trp 


Leu 


Pro 


Tyr 


His 


He 


Tyr 


Phe 


lie 


305 




















315 










320 


Leu 


Thr 


Ala 


He 


Tyr 


Gin 


ri~\ n 


Leu 


Asn 


Arg 


Trp 


Lys 


Tyr 


He 


Gin 


Gin 










325 










7 7 0 










335 




Val 


Tyr 


Leu 


Ala 


Ser 


Phe 


Trp 


Leu 


Ala 


MoJ- 


Ser 


Ser 


Thr 


Met 


Tyr Asn 








340 










345 










350 






Pro 


He 


He 


Tyr 


Cys 


Cys 


Leu 


Asn 


Lys 




Phe Arg 


Ala Gly 


Phe 


Lys 






355 










360 










365 








Arg Ala 


Phe 


Arg 


Trp 


Cys 


Pro 


Phe 


He 


Lys 


Val 


Ser 


Ser Tyr 


Asp 


Glu 




370 










375 










380 










Leu 


Glu 


Leu 


Lys 


Thr 


Thr 


Arg 


Phe 


His 


Pro 


Asn Arg 


Gin 


Ser 


Ser 


Met 


385 




















395 










400 


Tyr 


Thr 


Val 


Thr Arg 


Met 


Glu 


Ser 


Met 


X 11X 


Val 


Val 


Phe Asp 


Pro 


Asn 










405 










ft X u 










415 




Asp 


Ala 


Asp 


Thr 


Thr 


Arg 


Ser 


Ser 


Arg 


T ,UQ 

xiy o 


Lys 


Arg 


Ala 


Thr 


Pro 


Arg 








420 










425 










430 






Asp 


Pro 


Ser 


Phe 


Asn 


Glv 


Cys 


Ser 


Arg 


Arg 


Asn 


Ser 


Lys 


Ser 


Ala 


Ser 






435 










440 










445 








Ala 


Thr 


Ser 


Ser 


Phe 


He 


Ser 


Ser 


Pro 


Tyr 


Thr 


Ser 


Val 


Asp 


Glu 


Tyr 




450 










455 










460 










Ser 


Gin 


Pro 


Glu 


Leu 


Ala 


Pro Glu Asp 


Pro 


Glu 


Asp 


Lys 


His 


Lys 


Leu 


465 










470 










475 










480 


Glu 


Gin 


Leu 


Arg Asn 


Ser 


Gly Ala 



















6 



485 

<210> 10 
<211> 478 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> target sequence 
<400> 10 

Met Asp Tyr Lys Asp Asp Asp Asp Lys Met Asn Thr Ser Ala Pro Pro 

15 10 15 

Ala Val Ser Pro Asn lie Thr Val Leu Ala Pro Gly Lys Gly Pro Trp 

20 25 30 

Gin Val Ala Phe He Gly He Thr Thr Gly Leu Leu Ser Leu Ala Thr 

35 40 45 

Val Thr Gly Asn Leu Leu Val Leu He Ser Phe Lys Val Asn Thr Glu 

50 55 60 

Leu Lys Thr Val Asn Asn Tyr Phe Leu Leu Ser Leu Ala Cys Ala Asp 
65 70 75 80 

Leu He He Gly Thr Phe Ser Met Asn Leu Tyr Thr Thr Tyr Leu Leu 

85 90 95 

Met Gly His Trp Ala Leu Gly Thr Leu Ala Cys Asp Leu Trp Leu Ala 

100 105 110 

Leu Asp Tyr Val Ala Ser Asn Ala Ser Val Met Asn Leu Leu Leu He 

115 120 125 

Ser Phe Asp Arg Tyr Phe Ser Val Thr Arg Pro Leu Ser Tyr Arg Ala 

130 135 140 

Lys Arg Thr Pro Arg Arg Ala Ala Leu Met He Gly Leu Ala Trp Leu 
145 150 155 160 

Val Ser Phe Val Leu Trp Ala Pro Ala He Leu Phe Trp Gin Tyr Leu 

165 170 175 

Val Gly Glu Arg Thr Val Leu Ala Gly Gin Cys Tyr He Gin Phe Leu 

180 185 190 

Ser Gin Pro He lie Thr Phe Gly Thr Ala Met Ala Ala Phe Tyr Leu 

195 200 205 

Pro Val Thr Val Met Cys Thr Leu Tyr Trp Arg He Tyr Arg Glu Thr 

210 215 ~ 220 

Glu Asn Arg Ala Arg Glu Leu Ala Ala Leu Gin Gly Ser Glu Thr Pro 
225 230 235 * 240 

Gly Lys Gly Gly Gly Ser Ser Ser Ser Ser Glu Arg Ser Gin Pro Gly 

245 250 255 

Ala Glu Gly Ser Pro Glu Thr Pro Pro Gly Arg Cys Cys Arg Cys Cys 

260 265 " ' ' 270 

Arg Ala Pro Arg Leu Leu Gin Ala Tyr Ser Trp Lys Glu Glu Glu Glu 

275 280 * 285 

Glu Asp Glu Gly Ser Met Glu Ser Leu Thr Ser Ser Glu Gly Glu Glu 

290 295 300 

Pro Gly Ser Glu Val Val He Lys Met Pro Met Val Asp Pro Glu Ala 
305 310 315 320 

Gin Ala Pro Thr Lys Gin Pro Pro Arg Ser Ser Pro Asn Thr Val Lys 

325 330 335 

Arg Pro Thr Lys Lys Gly Arg Asp Arg Ala Gly Lys Gly Gin Lys Pro 

340 345 350 

Arg Gly Lys Glu Gin Leu Ala Lys Arg Lys Thr Phe Ser Leu Val Lys 

355 360 365 

Glu Lys Lys Ala Ala Arg Thr Leu Ser Ala He Leu Leu Ala Phe He 

370 375 380 

Leu Thr Trp Thr Pro Tyr Asn lie Met Val Leu Val Ser Thr Phe Cys 
385 390 395 400 



7 



Lys Asp Cys Val 

Tyr Val Asn Ser 
420 

Ala Phe Arg Asp 
435 

Arg Arg Trp Arg 
450 

Pro Ser Arg Gin 
465 



Pro Glu Thr Leu 
405 

Thr lie Asn Pro 

Thr Phe Arg Leu 
440 

Lys lie Pro Lys 
455 

Cys Glu Glu Glu 
470 



Trp Glu Leu Gly 
410 

Met Cys Tyr Ala 
425 

Leu Leu Leu Cys 

Arg Pro Gly Ser 
460 

Glu Tyr Met Pro 
475 



Tyr Trp Leu Cys 
415 

Leu Cys Asn Lys 
430 

Arg Trp Asp Lys 
445 

Val His Arg Thr 
Met Glu 



<210> 11 
<211> 608 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> target sequence 



<400> 11 




















Met 


Thr 


Leu 


nio 


OC1 


Asn 


Ser 


Thr Thr 


Ser Pro Leu 


Phe 


Pro Asn 


lie 


1 








5 








10 




15 




Ser 


Ser 


Ser 


Tm 

irp 


val 


nib 


Ser 


Pro Ser Glu Ala Gly Leu Pro Leu Gly 








20 








25 






30 




Thr 


Val 


Thr 


Gin 


Leu 


vj-L y 


Ser 


Tyr Asn 


lie Ser Gin Glu Thr Gly Asn 






35 










40 




45 






Phe 


Ser 


Ser 


Asn 


Asp 


Thr 


Ser Ser Asp 


Pro Leu Gly Gly His Thr 


lie 




50 










55 




60 








Trp Gin Val 


Val 


Phe 


11C 


Ala 


Phe Leu Thr Gly Phe 


Leu 


Ala Leu 


Val 


65 










70 






75 






80 


Thr 


He 


lie 


vji y 


A en 


11C 


Leu 


Val lie 


Val Ala Phe 


Lys 


Val Asn 


Lys 










85 








90 




95 




Gin 


Leu 


Lys 


i ill 


val 


Asn 


Asn 


Tyr Phe 


Leu Leu Ser 


Leu 


Ala Cys 


Ala 








100 








105 






110 




Asp 


Leu 


lie 


He 


CI v 
y 


val 


lie 


Ser Met 


Asn Leu Phe 


Thr Thr Tyr 


lie 






115 










120 




125 






He 


Met 


Asn 


Arg 


Trp 


Ala 


Leu 


Gly Asn 


Leu Ala Cys 


Asp 


Leu Trp 


Leu 




130 










135 




140 








Ser 


He Asp 


Tyr 


Val 


Ala 


Ser 


Asn Ala 


Ser Val Met 


Asn 


Leu Leu 


Val 


145 










150 






155 






160 


He 


Ser 


Phe 


Asp 


Arg 


Tyr 


Phe 


Ser lie 


Thr Arg Pro Leu Thr Tyr Arg 










165 








170 




175 




Ala 


Lys 


Arg 


Thr 


Thr 


Lys 


Arg Ala Gly Val Met lie 


Gly Leu Ala 


Trp 








180 








185 






190 




Val 


lie 


Ser 


Phe 


Val 


Leu 


Trp Ala Pro 


Ala lie Leu 


Phe Trp Gin Tyr 






195 










200 




205 






Phe 


Val 


Gly 


Lys 


Arg 


Thr 


Val 


Pro Pro Gly Glu Cys 


Phe 


He Gin 


Phe 




210 










215 




220 








Leu 


Ser 


Glu 


Pro 


Thr 


lie 


Thr Phe Gly Thr Ala lie 


Ala 


Ala Phe 


Tyr 


225 










230 






235 






240 


Met 


Pro 


Val 


Thr 


lie 


Met 


Thr 


lie Leu 


Tyr Trp Arg 


lie 


Tyr Lys 


Glu 










245 








250 




255 




Thr 


Glu 


Lys 


Arg 


Thr 


Lys 


Glu 


Leu Ala 


Gly Leu Gin 


Ala 


Ser Gly 


Thr 








260 








265 






270 




Glu 


Ala 


Glu 


Ala 


Glu 


Asn 


Phe 


Val His 


Pro Thr Gly 


Ser 


Ser Arg 


Ser 






275 










280 




285 






Cys 


Ser 


Ser 


Tyr 


Glu 


Leu 


Gin Gin Gin Gly Val Lys 


Arg 


Ser Ser 


Arg 




290 










295 




300 








Arg Lys 


Tyr 


Gly 


Arg 


Cys 


His 


Phe Trp 


Phe Thr Thr 


Lys 


Ser Trp 


Lys 


305 










310 






315 






320 


Pro 


Ser 


Ala 


Glu 


Gin 


Met 


Asp Gin Asp His Ser Ser 


Ser Asp Ser 


Trp 



c 



8 











325 










330 










■3-31: 




Asn 


Asn 


Asn 


Asp 


Ala 




AT ^ 
r\± a 


Ser 


Leu 


Glu 


Asn 


Ser 


Ala 


Ser 


Q ^ v 
OCX 


Asp 








340 










345 










350 






ul Li 


Glu Asp 


He 


Gly 


OCI 


\J±. u 


Thr Arg Ala 


lie 


Tyr 


Ser 


lie 


val 


T 1 
XjC Li 






355 










360 










365 








Liys 


Leu 


Pro 


Gly His 


Co -y 


Qny 
OCX. 


He 


Leu 


Asn 


Ser 


Thr 


Lys 


Leu 


CL U 






370 










77C 

J / D 










380 










Ser 


Asp Asn 


Leu 


Gin 


Val 


Ser 


Asn Glu Asp 


Leu Gly Thr Val 


fieri 


val 


Jo!) 










"3 Q ft 

6 y u 










395 










4 UU 


m 11 

ul U 


Arg Asn 


Ala 


His 


Lys 


Leu 


Gin 


Ala 


Gin 


Lys 


Ser 


Met 


Gly 


Asp 












405 










410 










A 1 C 

41b 




Sen 


Asn 


Cys 


Gin 


Lys 




irilG 


Thr Lys Leu 


Pro 


He 


Gin 


Leu 


Glu 


Ser 








420 










425 










430 






A1 ^ 


Val 


Asp 


Thr Gly 


Lys 


Thr* 
1 11£ 


Ser Asp 


Thr 


Asn 


Ser 


Ser 


Ala 


Asp 


Lys 






435 










440 










445 








Thr 
± iii. 


Thr 


Ala 


Thr 


Leu 




Leu 


Ser 


Phe 


Lys 


Glu 


Ala 


Thr 


Leu 


Ala 


Lys 




450 










1 J J 










*± D \J 










Arg 


Phe 


Ala 


Leu 


Lys 


Thr 




Ser 


Gin 


He 


Thr 


Lys 


Arg Lys 


Arg Met 


4 £ R 

1 O J 










A 1 ft 










475 










480 


Ser 


Leu 


He 


Lys 


Glu 


Lys 


Lys 


Ala 


Ala 


Gin 


Thr 


Leu 


Ser 


Ala 


lie 


Leu 










485 










490 










495 




Leu 


Ala 


Phe 


He 


lie 


Thr 


Trn 
irp 


Thr 


Pro 


Tyr Asn 


lie 


Met 


Val 


Leu 


Val 








500 










505 










510 






Asn 


Thr 


Phe 


Cys 


Asp 


Ser 


Cys 


He 


Pro 


Lys 


Thr 


Tyr 


Trp Asn 


Leu 


Gly 






515 










520 










525 










Trp 


Leu 


Cys 


Tyr 


Tip 
lie 


Aon 
noil 


Ser 


Thr 


Val 


Asn 


Pro 


Val 


Cys 


Tyr Ala 




530 










j jj 










540 










Leu 


Cys 


Asn 


Lys 


Thr 


Phe 


Arg 


Thr 


Thr 


Phe 


Lys 


Thr 


Leu 


Leu 


Leu 


Cys 


545 










550 










555 










560 


Gin 


Cys Asp 


Lys 


Arg 


Lys 


Arg 


Arg Lys 


Gin 


Gin 


Tyr 


Gin 


Gin 


Arg 


Gin 










565 










570 










575 




Ser 


Val 


He 


Phe 


His 


Lys 


Arg 


Val 


Pro 


Glu 


Gin 


Ala 


Leu 


Gin 


Pro 


Glu 








580 










585 










590 






Leu 


Ala 


Pro 


Glu Asp 


Pro 


Glu 


Asp His 


His 


His 


His 


His 


His 


His 


His 



595 600 605 

<210> 12 
<211> 20 
<212> PRT 

<213> Apis mellifera ligustica 
<400> 12 

Lys Phe Leu Val Asn Val Ala Leu Val Phe Met Val Val Tyr 

15 10 
Tyr lie Tyr Ala 
20 

<210> 13 
<211> 16 
<212> PRT 

<213> Baculovirus sp. 
<400> 13 

Val Arg Thr Ala Val Leu lie Leu Leu Leu Val Arg Phe Ser Glu Pro 
1 5 10 15 

<210> 14 
<211> 15 
<212> PRT 

<213> Influenza A virus 



lie Ser 
15 



9 



<400> 14 

Lys Thr He He Ala Leu Ser Tyr He Phe Cys Leu Val Phe Ala 
15 10 15 

<210> 15 
<211> 34 
<212> PRT 

<213> Homo sapiens 
<400> 15 

Met Asn Gly Thr Glu Gly Pro Asn Phe Tyr Val Pro Phe Ser Asn Lys 

15 10 15 

Thr Gly Val Val Arg Ser Pro Phe Glu Ala Pro Gin Tyr Tyr Leu Ala 
20 25 30 

Glu Pro 



<210> 16 
<211> 18 
<212> PRT 

<213> Homo sapiens 
<400> 16 

Gly Lys Asn Pro Leu Gly Val Arg Lys Thr Glu Thr Ser Gin Val Ala 

15 10 15 

Pro Ala 



<210> 17 
<211> 6 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> synthetically generated peptide 
<400> 17 

His His His His His His 
1 5 

<210> 18 
<211> 10 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> synthetically generated peptide 
<400> 18 

His His His His His His His His His His 
15 10 

<210> 19 

<211> 500 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> target sequence 



<400> 19 



10 



I'iC u val 




Thr 


Ala 


V d -L 


Leu 


He 


Leu 


Leu Leu 


Val 


Arg 


Phe 


Ser 


Glu 


1 






5 










10 








15 




Pro T.vq 


Hi c? 


Lys 


Leu 


fi] 11 


Gin Leu Arg Asn Ser Gly Ala Ala Ala 


Glu 






20 










25 








30 






VJ.L Li Vj-L U. 




Tyr Met 


Pro 


Met 


Glu 


Met 


Asn Asn 


Ser 


Thr 


Asn 


Ser 


Ser 














40 








45 








Aqti Sen 
noil noil 




Leu 


Ala 


Tif*i l 


Thr 


Ser 


Pro 


Tyr Lys 


Thr 


Phe 


Glu 


Val 


Val 












55 








60 










Phe lie 


Val 


Leu 


Val 


Ala 


Gly 


Ser 


Leu 


Ser Leu 


Val 


Thr 


He 


lie 


Glv 

vj-l y 


65 








70 








75 










8 0 


Asn lie 


Leu 


Val 




Val 


Ser 


lie 


Lys 


Val Asn Arg 


His 


Leu 


Gin 


Thr 








85 










90 








95 




Val Asn 


Asn 


Tyr 


Phe 


Leu 


Phe Ser Leu Ala Cys Ala Asp Leu lie 


lie 






100 










105 








110 






Gly Val 


Phe 


Ser 


Met 


Asn 


Leu 


Tvr 

j.y 4. 


Thr 


Leu Tyr 


Thr 


Val 


He Gly 


Tvr 




115 










120 








125 








Trp Pro 


Leu Gly 


Pro 


Val 


Val 


Cvs 
\-y o 


Asp 


Leu Trp 


Leu 


Ala 


Leu Asp 


Tvr 
x y x. 


13 0 










135 








140 










Val Val 


Ser 


Asn 


Ala 


Ser 


Val 


Met 


Asn 


Leu Leu 


lie 


lie 


Ser 


Phe 


A or* 


145 








150 








155 










i fin 


Arg Tyr 


Phe 


Cys 


Val 


Thr 


Lys 


Pro 


Leu 


Thr Tyr 


Pro 


Val 


Lys 


Arg 


Thr 








165 










170 








175 




Thr Lys 


Met 


Ala Gly Met 


Met 


lie 


Ala 


Ala Ala 


Trp 


Val 


Leu 


Ser 


Phe 






180 










185 








190 






lie Leu 


Trp 


Ala 


Pro 


Ala 


lie 


Leu 


Phe 


Trp Gin 


Phe 


lie 


Val 


Gly 


Val 




195 










200 








205 








Arg Thr Val 


Glu Asp Gly 


Glu 


Cys 


Tyr 


lie Gin 


Phe 


Phe 


Ser 


Asn 


Ala 


210 










215 








220 










Ala Val 


Thr 


Phe Gly Thr 


Ala 


lie 


Ala 


Ala Phe 


Tyr 


Leu 


Pro 


Val 


He 


225 








230 








235 










94 0 


He Met 


Thr 


Val 


Leu 


Tyr 


Trp 


His 


lie 


Ser Arg 


Ala 


Ser 


Lys 


Ser 


Arg 








245 










250 








255 




He Lys 


Lys 


Asp 


Lys 


Lys 


Glu 


Pro 


Val 


Ala Asn Gin Asp 


Pro 


Val 


Ser 






260 










265 








270 






Pro Ser 


Leu 


Val 


Gin Gly 


Arg 


lie 


Val 


Lys Pro 


Asn 


Asn 


Asn 


Asn 


Met 




275 










280 








285 








Pro Ser 


Ser Asp Asp Gly 


Leu 


Glu 


His 


Asn Lys 


lie 


Arg Asp 


Pro 


Val 


290 










295 








300 










Thr Glu 


Asn 


Cys 


Val 


Gin 


Gly Glu Glu Lys Glu Ser Ser Asn Asp 


Ser 


305 








310 








315 










1 9 0 


Thr Ser 


Val 


Ser 


Ala 


Val 


Ala 


Ser 


Asn 


Met Arg Asp 


Asp 


Glu 


lie 


Thr 








325 










330 








335 




Gin Asp 


Glu 


Asn 


Thr 


Val 


Ser 


Thr 


Ser 


Leu Gly His 


Ser 


Lys Asp 


Glu 






340 










345 








350 






Asn Ser 


Lys 


Gin 


Thr 


Cys 


lie Arg lie Gly Thr Lys Thr 


Pro 


Lys 


Ser 




355 










360 








365 








Asp Ser 


Cys 


Thr 


Pro 


Thr 


Asn 


Thr 


Thr 


Val Glu 


Val 


Val 


Gly Ser 


OCI 


370 










375 








380 










Gly Gin Asn Gly Asp Glu 


Lys 


Gin 


Asn 


lie Val Ala Arg Lys 


lie 


Val 


385 








390 








395 












Lys Met 


Thr 


Lys 


Gin 


Pro 


Ala 


Lys 


Lys 


Lys Pro 


Pro 


Pro 


Ser Arg 


Glu 








405 










410 








415 




Lys Lys 


Val 


Thr 


Arg 


Thr 


lie 


Leu 


Ala 


lie Leu 


Leu 


Ala 


Phe 


lie 


Tip 






420 










425 








430 






Thr Trp Ala 


Pro 


Tyr Asn 


Val 


Met 


Val 


Leu lie 


Asn 


Thr 


Phe 


Cys 


Ala 




435 










440 








445 






Pro Cys 


He 


Pro 


Asn 


Thr 


Val 


Trp 


Thr 


lie Gly Tyr Trp Leu Cys 


Tyr 


450 










455 








460 










He Asn 


Ser 


Thr 


He 


Asn 


Pro 


Ala 


Cys 


Tyr Ala 


Leu 


Cys 


Asn 


Ala 


Thr 


465 








470 








475 










480 


Phe Lys 


Lys 


Thr 


Phe 


Lys 


His 


Leu 


Leu 


Met Cys 


His 


Tyr 


Lys Asn 


lie 



11 



485 490 495 

Gly Ala Thr Arg 
500 

<210> 20 
<211> 451 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> target sequence 



<400> 20 



Mp|- T.\/Q 


Phe 


Leu 


Val 


Asn 


Val 


Ala 


ueu veil true 


Met 


Val Val Tyr lie 


1 






5 








10 




15 


Ser Tyr 


He 


Tyr Ala 


Asp 


Tyr 


Lys 


Sen Son Son 
nop noJJ nop 


Asp 


Lys Met Gly Gin 






20 










25 




30 


Pro CZl \/ 
r x. vj ui y 


Son 


Gly Ser 


Al ^ 


Phe 


Leu 


XjCU M.1 Ct rlU 


Asn Arg Ser His Ala 




35 










40 






45 


tr±\J nop 




Asp Val 


Thr 
i in 


Gin 


Gin 


S t*/""t Sen fll n 
niy nbp vjlu 


Val 


Trp Val Val Gly 


50 










55 






60 






Tip 

lie 


Val 


Met 


Ser 


Leu 


He 


1 T on S 1 a 
Vdl J_icU Ala 


lie 


Val Phe Gly Asn 




















80 


V^l T.oii 

Vdl UCU 


1 

v a 1 


He 


Thr 


AT ^ 


lie 


Ala 


Jjy b JrllC ulU 


Arg 


Leu Gin Thr Val 








85 












95 


1111 t\Oll 


iyr 


Phe 


lie 


1 111 


Ser 


Leu 


rild Lyo nla 


Asp 


Leu Val Met Gly 






100 










105 




110 


ucu rvi a 


val 


Val 


Pro 


■ITHe 


Gly Ala 


al a U-| e Tl O 

Mid riis lie 


Leu 


Met Lys Met Trp 




115 










120 






125 


Thr Phe 


Gly 


Asn 


Phe 


Trn 
ixp 


Cys 


Glu 


.file up nil 


Ser 


lie Asp Val Leu 


130 










135 






140 




Cys Val 


Thr 

1 Hi 


Ala 


Ser 


Tl o 


Glu 


Thr 


i-ieU Vdl 


lie 


Ala Val Asp Arg 


145 








1 RO 
j- -> \j 






IJJ 




160 


Tyr Phe 


Ala 


He 


Thr 


OCI 


Pro 


Phe 


T.\/ci Ti/r" m n 
J-J_y o iyi bill 


Ser 


Leu Leu Thr Lys 








165 








170 




175 


Son T,vc 

*i Oil Uy O 


Ala 


Arg 


Val 


Tip 
11C 


lie 


Leu 


rlcL Vdl lip 


lie 


Val Ser Gly Leu 






180 










185 




190 


Thr C!c»y~ 

J-lii. OCX. 




Leu 


Pro 


Tip 

lie 


Gin 


Met 


riib irp iyr 


Arg Ala Thr His Gin 




195 










200 






205 




Tip 

lie 


Asn Cys 


Tyr 


Ala 


Asn 


biu inr v_ys 


Cys 


Asp Phe Phe Thr 


210 










215 






220 




A cm Cl~\ n 


Al a 


Tyr Ala 


Tl p 

lie 


Ala 


Ser 


oer lie vai 


Ser 


Phe Tyr Val Pro 


225 








230 






235 




240 


Leu Val 


He 


Met 


Val 


Phe 


Val 


Tyr 


Ser Arg Val 


Phe 


Gin Glu Ala Lys 








245 








250 




255 


Arg Gin 


Leu 


Gin 


Lys 


He 


Asp 


Lys 


Ser Glu Gly 


Arg 


Phe His Val Gin 






260 










265 




270 


Asn Leu 


Ser 


Gin 


Val 


Glu 


Gin 


Asp 


Gly Arg Thr 


Gly His Gly Leu Arg 




275 










280 






285 


Arg Ser 


Ser 


Lys 


Phe 


Cys 


Leu 


Lys 


Glu His Lys 


Ala 


Leu Lys Thr Leu 


290 










295 






300 




Gly He 


He 


Met Gly 


Thr 


Phe 


Thr 


Leu Cys Trp 


Leu 


Pro Phe Phe lie 


305 








310 






315 




320 


Val Asn 


He 


Val 


His 


Val 


lie 


Gin 


Asp Asn Leu 


lie 


Arg Lys Glu Val 








325 








330 




335 


Tyr He 


Leu 


Leu 


Asn 


Trp 


lie 


Gly 


Tyr Val Asn 


Ser Gly Phe Asn Pro 






340 










345 




350 


Leu He 


Tyr 


Cys 


Arg 


Ser 


Pro 


Asp 


Phe Arg lie 


Ala 


Phe Gin Glu Leu 




355 










360 






365 


Leu Cys 


Leu 


Arg Arg 


Ser 


Ser 


Leu 


Lys Ala Tyr 


Gly Asn Gly Tyr Ser 


370 










375 






380 





12 



Ser Asn Gly Asn Thr Gly Glu Gin Ser Gly Tyr His Val Glu Gin Glu 
385 390 395 400 

Lys Glu Asn Lys Leu Leu Cys Glu Asp Leu Pro Gly Thr Glu Asp Phe 

405 410 415 

Val Gly His Gin Gly Thr Val Pro Ser Asp Asn lie Asp Ser Gin Gly 

420 425 430 

Arg Asn Cys Ser Thr Asn Asp Ser Leu Leu Glu Glu Glu Glu Tyr Met 

435 440 445 

Pro Met Glu 
450 

<210> 21 

<211> 505 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> target sequence 



<400> 21 



Met 


Lys 


Thr 


He 


He 


Ala 


Leu Ser Tyr 


lie 


Phe Cys Leu 


Val 


Phe Ala 


1 








5 






10 






15 


Met 


Ala 


He 


Leu 


Pro 


Ala 


Ala Glu Thr 


Trp 


lie Asp Gly Gly Gly Gly 








20 






25 






30 




Val 


Gly Ala 


Asp Ala 


Val 


Asn Leu Thr 


Ala 


Ser Leu Ala Ala Gly Ala 






35 








40 




45 






Ala Thr Gly 


Ala 


Val 


Glu 


Thr Gly Trp Leu Gin Leu Leu Asp Gin Ala 




50 










55 




60 






Gly Asn Leu 


Ser 


Ser 


Ser 


Pro Ser Ala 


Leu Gly Leu Pro 


Val 


Arg Ser 


65 










70 






75 




80 


Pro 


Ala 


Pro 


Ser 


Gin 


Pro 


Trp Ala Asn 


Leu 


Thr Asn Gin 


Phe 


Val Gin 










85 






90 






95 


Pro 


Ser 


Trp 


Arg 


He 


Ala 


Leu Trp Ser 


Leu 


Ala Tyr Gly Val 


Val Val 








100 






105 






110 




Ala 


Val 


Ala 


Val 


Leu 


Gly Asn Leu lie 


Val 


lie Trp lie 


lie 


Leu Ala 






115 








120 




125 






His 


Lys 


Arg 


Met 


Arg 


Thr 


Val Thr Asn 


Tyr 


Phe Leu Val 


Asn 


Leu Ala 




130 










135 




140 






Phe 


Ser Asp 


Ala 


Ser 


Met 


Ala Ala Phe 


Asn 


Thr Leu Val 


Asn 


Phe lie 


145 










150 






155 




160 


Tyr Ala 


Leu 


His 


Ser 


Glu 


Trp Tyr Phe Gly Ala Asn Tyr Cys Arg Phe 










165 






170 






175 


Gin 


Asn 


Phe 


Phe 


Pro 


He 


Thr Ala Val 


Phe 


Ala Ser He 


Tyr 


Ser Met 








180 






185 






190 




Thr 


Ala 


He 


Ala 


val 


Asp Arg Tyr Met 


Ala 


lie lie Asp 


Pro 


Leu Lys 






195 








200 




205 






Pro Arg Leu 


Ser 


Ala 


Thr 


Ala Thr Lys 


lie 


Val lie Gly 


Ser 


lie Trp 




210 










215 




220 




He 


Leu 


Ala 


Phe 


Leu 


Leu 


Ala Phe Pro 


Gin 


Cys Leu Tyr 


Ser 


Lys Thr 


225 










230 






235 




240 


Lys Val 


Met 


Pro Gly 


Arg Thr Leu Cys 


Phe 


Val Gin Trp 


Pro Glu Gly 










245 






250 






255 


Pro 


Lys 


Gin 


His 


Phe 


Thr 


Tyr His lie 


lie 


Val lie lie 


Leu 


Val Tyr 








260 






265 






270 


Cys 


Phe 


Pro 


Leu 


Leu 


He 


Met Gly lie Thr Tyr Thr lie Val 


Gly lie 






275 








280 




285 




Thr 


Leu 


Trp 


Gly Gly 


Glu 


lie Pro Gly Asp Thr Cys Asp 


Lys 


Tyr His 




290 










295 




300 






Glu 


Gin 


Leu 


Lys 


Ala 


Lys Arg Lys Val 


Val 


Lys Met Met 


lie 


lie Val 


305 










310 






315 




320 


Val 


Met 


Thr 


Phe 


Ala 


lie 


Cys Trp Leu 


Pro Tyr His lie 


Tyr 


Phe lie 



13 











325 










330 


335 




Leu 


Thr 


Ala 


He 


Tvr 


Gin 


Gin 


Leu Asn Arg Trp Lys Tyr He 


Gin 


Gin 








340 










345 


350 






Val 


Tvr 


Leu 


Ala 


Ser 


Phe 




Leu 


Ala 


Met Ser Ser Thr Met 


Tyr Asn 






355 










360 




365 






Pro 


lie 


lie 


Tvr 


Cys 


Cv«? 

^-y ° 


Leu 


Asn 


Lys 


Arg Phe Arg Ala Gly 


Phe 


Lys 




370 










375 






380 






Ara 


Ala 


Phe 


Arg 


Tro 


Cvs 


Pro 


Phe 


He Lys Val Ser Ser Tyr Asp Glu 


385 










390 








395 




Ann 
ft u u 


Leu 


Glu 


Leu 


Lvs 


Thr 


Thr 


Aro 


Phe 


His 


Pro Asn Arg Gin Ser Ser 


Met 










4 05 










410 


415 




Tvr 


Thr 


Val 


Thr 


Arg 


Met 


Glu 


Ser 


Met 


Thr Val Val Phe Asp 


Pro 


Asn 








420 










425 


430 






Asp 


Ala 


Asp 


Thr 


Thr 


Arg 


Ser 


Ser 


Arg 


Lys Lys Arg Ala Thr 


Pro 


Arg 






435 










440 




445 






Asp 


Pro 


Ser 


Phe 


Asn 


Glv 

2 


Cys 


Ser 


Arg Arg Asn Ser Lys Ser 


Ala 


Ser 




t \J 










455 






460 






Ala 


Thr 


Ser 


Ser 


Phe 


He 


Ser 


Ser 


Pro 


Tyr Thr Ser Val Asp 


Glu 


Tyr 


465 










470 








475 




480 


Ser 


Gin 


Pro 


Glu 


Leu 


Ala 


Pro Glu Asp 


Pro Glu Asp Ala Ala 


Lys 


His 










485 










490 


495 




Lys 


Leu 


Glu 


Gin 


Leu 


Arg 


Asn 


Ser Gly 














500 










505 









<210> 22 

<211> 498 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> target sequence 



<400> 22 



Met 


Lys 


Phe 


Leu 


Val 


Asn 


Val Ala Leu Val Phe Met 


Val Val 


Tyr 


lie 


1 








5 




10 




15 




Ser 


Tyr 


He 


Tyr 


Ala 


Asp 


Tyr Lys Asp Asp Asp Asp 


Lys Met 


Asn 


Thr 








20 






25 


30 






Ser 


Ala 


Pro 


Pro 


Ala 


Val 


Ser Pro Asn He Thr Val 


Leu Ala 


Pro 


Gly 






35 








40 


45 




Lys Gly 


Pro 


Trp 


Gin 


Val 


Ala Phe He Gly He Thr Thr Gly Leu Leu 




50 










55 60 








Ser 


Leu 


Ala 


Thr 


Val 


Thr 


Gly Asn Leu Leu Val Leu 


He Ser 


Phe 


Lys 


65 










70 


75 






80 


Val 


Asn 


Thr 


Glu 


Leu 


Lys 


Thr Val Asn Asn Tyr Phe 


Leu Leu 


Ser 


Leu 










85 




90 




95 




Ala 


Cys 


Ala 


Asp 


Leu 


lie 


He Gly Thr Phe Ser Met 


Asn Leu 


Tyr 


Thr 








100 






105 


110 






Thr 


Tyr 


Leu 


Leu 


Met 


Gly 


His Trp Ala Leu Gly Thr 


Leu Ala 


Cys 


Asp 






115 








120 


125 






Leu 


Trp 


Leu 


Ala 


Leu 


Asp 


Tyr Val Ala Ser Asn Ala 


Ser Val 


Met 


Asn 




130 










135 140 








Leu 


Leu 


Leu 


He 


Ser 


Phe 


Asp Arg Tyr Phe Ser Val 


Thr Arg Pro 


Leu 


145 










150 


155 






160 


Ser Tyr 


Arg 


Ala 


Lys 


Arg 


Thr Pro Arg Arg Ala Ala 


Leu Met 


He 


Gly 










165 




170 




175 




Leu 


Ala 


Trp 


Leu 


Val 


Ser 


Phe Val Leu Trp Ala Pro 


Ala lie 


Leu 


Phe 








180 






185 


190 






Trp 


Gin 


Tyr 


Leu 


Val 


Gly 


Glu Arg Thr Val Leu Ala 


Gly Gin 


Cys 


Tyr 






195 








200 


205 






He 


Gin 


Phe 


Leu 


Ser 


Gin 


Pro He He Thr Phe Gly Thr Ala 


Met 


Ala 



210 215 220 



14 



Ala 


Phe 


Tyr 


Leu 


Pro 


Vdl 


Th r \7a 1 
inx Vol 


225 










9 1 fi 




Tyr Arg 




Thr 


Glu 


A QTI 
noil 


Am Al 3 










245 






Ser 


Glu 


i nr 


Pro 


Gly 


Lys 


nl w Pi \/ 








260 








Ser 


Gin 


Pro 


Gly Ala 


pi n 


Pi Cay 






*3 1 C 

z /d 








o q n 

Z O U 


Cys 


Arg 


Cys 


Cys 


Arg 


Al a 


fro rvtrg 




290 










z y o 


Glu 


Glu 




Glu 


Glu 


Asp 


\j± u uiy 


305 














Glu Gly 


pi ii 


Glu 


Pro 


PI V 


Cor Pi ii 










325 






Asp 


Pro 


V7-L Li 


Ala 


Gin 


Al ^ 

nla 


xrL. \J nil 








340 








Asn 


Thr 


v a± 


Lys 


Arg 


Pro 


inr ijys 






ice 
j J J 










Gly Gin 


Ly s 


Pro Arg 


pi v 


T.\/ - C3 Pi n 
j_i y o vj J. u 




370 










O "7 C 


Ser 


Leu 


V cl -L 


Lys 


Glu 


T .\/c 
uy o 


j_iy o r-i-L ct 


385 










^ q n 




Leu 


Ala 


Pho 
.flic 


He 


Leu 


i hi. 


Trn Thr 










405 






Ser 


Thr 


Phe 


Cys 


Lys 


A CTJ 

nop 


Cys Val 








420 








Tyr 


Trp 


Leu 


Cys 


Tyr 


Val 


A^n fipr 






435 








440 


Leu 


Cys 


Asn 


Lys 


Ala 


Phe 


Arg Asp 




450 










455 


Arg 


Trp 


Asp 


Lys 


Arg 


Arg 


Trp Arg 


465 










470 




Val 


His 


Arg 


Thr 


Pro 


Ser 


Arg Gin 



485 

Met Glu 



1*1 C L 


uys 


j. ii±. 


T .01 1 


Tyr Trp Arg 


He 






Z O 0 










240 




Pi 11 


T .01 l 


Al a 

r\X cl 


Ala 


Leu 


Gin 


Gly 




Z Zj U 










255 




Pi \/ 
\j± y 


Ser 


Ser 


Cor 


Ser Ser Glu Arg 


9 £ c: 










270 






Pro 


pi n 

Ul u 


Thr 
1 111. 


Pro 


Pro Gly Arg Cys 










285 








T .on 


Leu 


Gin 


Al ?3 


Tyr 


Ser 


Trp 


Lys 








7 n n 










Ser 


Met 


Glu 


Ser 


Leu 


Thr 


Ser 


Ser 






315 










320 


Val 


val 


He 


Lys 


Met 


Pro 


Met 


Val 




330 










335 




Lys 


Gin 


Pro 


Pro 


Arg 


Ser 


Ser 


Pro 


j 4 D 










350 






Lys 


Gly Arg Asp 


Arg Ala 


Gly Lys 










365 








PI n 


Leu 


Ala 


Lys 


Arg 


Lys 


Thr 


Phe 








380 










AI a 


Arg 


Thr 


Leu 


Ser 


Ala 


lie 


Leu 






395 










400 


Prn 


Tyr Asn 


He 


Met 


Val 


Leu 


Val 




410 










415 




Pro 


Glu 


Thr 


Leu 


Trp 


Glu 


Leu Gly 












430 






Thr 


He 


Asn 


Pro 


Met 


Cys 


Tyr Ala 










445 








Thr 


Phe 


Arg 


Leu 


Leu 


Leu 


Leu 


Cys 








460 










Lys 


He 


Pro 


Lys 


Arg 


Pro 


Gly 


Ser 






475 










480 


Cys 


Glu 


Glu 


Glu 


Glu 


Tyr 


Met 


Pro 




490 










495 





<210> 23 

<211> 626 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> target sequence 



<400> 23 



Met 


Lys 


Thr 


He 


He 


Ala 


Leu 


Ser Tyr 


lie Phe Cys 


Leu 


Val 


Phe Ala 


1 








5 








10 






15 


Met 


Thr 


Leu 


His 


Ser 


Asn 


Ser 


Thr Thr 


Ser Pro Leu 


Phe 


Pro 


Asn lie 








20 








25 






30 




Ser 


Ser 


Ser 


Trp 


Val 


His 


Ser 


Pro Ser 


Glu Ala Gly 


Leu 


Pro 


Leu Gly 






35 










40 




45 






Thr 


Val 


Thr 


Gin 


Leu 


Gly 


Ser 


Tyr Asn 


lie Ser Gin 


Glu 


Thr 


Gly Asn 




50 










55 




60 








Phe 


Ser 


Ser 


Asn 


Asp 


Thr 


Ser 


Ser Asp 


Pro Leu Gly 


Gly His 


Thr lie 


65 










70 






75 






80 


Trp Gin 


Val 


Val 


Phe 


lie 


Ala 


Phe Leu 


Thr Gly Phe 


Leu 


Ala 


Leu Val 










85 








90 






95 


Thr 


He 


He 


Gly 


Asn 


lie 


Leu 


Val lie 


Val Ala Phe 


Lys 


Val 


Asn Lys 








100 








105 






110 




Gin 


Leu 


Lys 


Thr 


Val 


Asn 


Asn 


Tyr Phe 


Leu Leu Ser 


Leu 


Ala 


Cys Ala 



15 



115 

Asp Leu lie lie Gly 
130 

lie Met Asn Arg Trp 
145 

Ser lie Asp Tyr Val 
165 

lie Ser Phe Asp Arg 
180 

Ala Lys Arg Thr Thr 
195 

Val He Ser Phe Val 
210 

Phe Val Gly Lys Arg 
225 

Leu Ser Glu Pro Thr 
245 

Met Pro Val Thr He 
260 

Thr Glu Lys Arg Thr 
275 

Glu Ala Glu Ala Glu 
290 

Cys Ser Ser Tyr Glu 
305 

Arg Lys Tyr Gly Arg 
325 

Pro Ser Ala Glu Gin 
340 

Asn Asn Asn Asp Ala 
355 

Glu Glu Asp He Gly 
370 

Lys Leu Pro Gly His 
385 

Ser Asp Asn Leu Gin 
405 

Glu Arg Asn Ala His 
420 

Asp Asn Cys Gin Lys 
435 

Ala Val Asp Thr Gly 
450 

Thr Thr Ala Thr Leu 
465 

Arg Phe Ala Leu Lys 
485 

Ser Leu He Lys Glu 
500 

Leu Ala Phe He He 
515 

Asn Thr Phe Cys Asp 
530 

Tyr Trp Leu Cys Tyr 
545 

Leu Cys Asn Lys Thr 
565 

Gin Cys Asp Lys Arg 
580 

Ser Val lie Phe His 
595 



120 

Val He Ser Met Asn Leu 
135 

Ala Leu Gly Asn Leu Ala 
150 155 
Ala Ser Asn Ala Ser Val 
170 

Tyr Phe Ser He Thr Arg 
185 

Lys Arg Arg Gly Val Met 
200 

Leu Trp Ala Pro Ala lie 
215 

Thr Val Pro Pro Gly Glu 
230 235 
lie Thr Phe Gly Thr Ala 
250 

Met Thr lie Leu Tyr Trp 
265 

Lys Glu Leu Ala Gly Leu 
280 

Asn Phe Val His Pro Thr 
295 

Leu Gin Gin Gin Gly Val 
310 315 
Cys His Phe Trp Phe Thr 
330 

Met Asp Gin Asp His Ser 
345 

Ala Ala Ser Leu Glu Asn 
360 

Ser Glu Thr Arg Ala lie 
375 

Ser Ser He Leu Asn Ser 
390 395 
Val Ser Asn Glu Asp Leu 
410 

Lys Leu Gin Ala Gin Lys 
425 

Asp Phe Thr Lys Leu Pro 
440 

Lys Thr Ser Asp Thr Asn 
455 

Pro Leu Ser Phe Lys Glu 
470 475 
Thr Arg Ser Gin lie Thr 
490 

Lys Lys Ala Ala Gin Thr 
505 

Thr Trp Thr Pro Tyr Asn 
520 

Ser Cys He Pro Lys Thr 
535 

lie Asn Ser Thr Val Asn 
550 555 
Phe Arg Thr Thr Phe Lys 
570 

Lys Arg Arg Lys Gin Gin 
585 

Lys Arg Val Pro Glu Gin 
600 





19c 

_LZ 0 








Phe 


Thr 


Thr 


Tyr 


He 


-LIU 










Cys 


Asp 


Leu 




Leu 










-LOU 


Met 


Asn 


Leu 


Leu 


Val 








175 




IT J. 


Leu 


Thr 


Tyr 








190 






Tl o 

11C 


ui y 


Leu 


Ala 


irp 




one 

Z U D 








Leu 


Phe 


Trp Gin 




o o n 
z z u 












, trim 


lie 


Gin 


Phe 










240 


lie 


Ala 


Ala 


Phe 


Tyr 








255 




Arg 


lie 


Tyr 


Lys 


Glu 






270 






Gin 


Ala 


Ser Gly Thr 




285 








Gly Ser Ser Arg Ser 


300 










Lys 


Arg 


Ser 


Ser 


Arg 










320 


Thr 


Lys 


Ser 


Trp 


Lys 








335 




Ser 


Ser Asp 


Ser 


Trp 






350 






Ser 


Ala 


Ser 


Ser Asp 




365 








Tyr 


Ser 


lie 


Val 


Leu 


380 










Thr 


Lys 


Leu 


Pro 


Ser 










400 


Gly 


Thr 


Val 


Asp 


Val 








415 




Ser 


Met 


Gly Asp Gly 






430 






lie 


Gin 


Leu 


Glu 


Ser 




445 








Ser 


Ser 


Ala 


Asp 


Lys 


460 










Ala 


Thr 


Leu 


Ala 


Lys 










480 


Lys 


Arg 


Lys 


Arg 


Met 








495 




Leu 


Ser 


Ala 


He 


Leu 






510 






lie 


Met 


Val 


Leu 


Val 




525 








Tyr Trp Asn Leu Gly 


540 










Pro 


Val 


Cys 


Tyr Ala 










560 


Thr 


Leu 


Leu 


Leu 


Cys 








575 




Tyr 


Gin 


Gin 


Arg 


Gin 






590 






Ala 


Leu 


Gin 


Pro 


Glu 



605 



16 



Leu Ala Pro Glu Asp Pro Glu Asp Ala Ala His His His His His His 

610 615 620 

His His 
625 

<210> 24 
<211> 21 
<212> PRT 

<213> Apis mellifera ligustica 
<400> 24 

Met Lys Phe Leu Val Asn Val Ala Leu Val Phe Met Val Val Tyr He 

15 10 15 

Ser Tyr He Tyr Ala 
20 

<210> 25 
<211> 17 
<212> PRT 

<213> Baculovirus sp . 
<400> 25 

Met Val Arg Thr Ala Val Leu He Leu Leu Leu Val Arg Phe Ser Glu 

1 5 10 15 

Pro 



<210> 26 

<211> 16 

<212> PRT 

<213> Influenza A virus 

<400> 26 

Met Lys Thr He He Ala Leu Ser Tyr He Phe Cys Leu Val Phe Ala 
1 5 10 15 

<210> 27 
<211> 35 
<212> PRT 

<213> Homo sapiens 
<400> 27 

Met Met Asn Gly Thr Glu Gly Pro Asn Phe Tyr Val Pro Phe Ser Asn 

15 10 15 

Lys Thr Gly Val Val Arg Ser Pro Phe Glu Ala Pro Gin Tyr Tyr Leu 
20 25 30 

Ala Glu Pro 
35 

<210> 28 
<211> 19 
<212> PRT 

<213> Homo sapiens 
<400> 28 

Met Gly Lys Asn Pro Leu Gly Val Arg Lys Thr Glu Thr Ser Gin Val 

15 10 15 

Ala Pro Ala 



17 



<210> 29 
<211> 496 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> synthetic construct 



<400> 29 





Leu 


Val 


Asn 


Va 1 

vai 


Al a 

r\l d 


1 




5 








Spr Tvr Tip 


Tyr Ala 


Asp 


Tvt 
iy i 


Lys 




20 










Asn Ser ThT 

HQ11 O W -L 1 ill 


Asn 


Ser 


Ser 


Asn 


Ser 


35 










40 


Lvs Thr Phe 


Glu 


Val 


Val 


Phe 


He 


50 








55 




Leu Val Thr 

■Ut U V UX 1111 


He 


He 


Glv 


Asn 


He 
lie 


65 






70 






A Atci Hi ^ 


Leu 


Gin 


Thr 


Val 


Asn 






85 








Cvs Ala Asd 


Leu 


lie 


lie 


Glv 

uiy 


Val 




100 










Tyr Thr Val 


lie Gly 


Tvr 
y 




Pro 


115 










120 


Trp Leu Ala 


Leu 


Asp 


Tvr 
y 


Val 


Val 


130 








135 




Leu lie He 


Ser 


Phe 


Asp 


Arg 


Tvt* 
j. y i 


145 






150 






Tvr Pro Va 1 


Lys 


Arg 


Thr 


Thr 


Lys 






165 








Ala Trr> Val 


Leu 


Ser 


Phe 


Tip 

11C 


ucu 




180 










Gin Phe Tip 

VJJ.I1 £11^ lit 


Val 


Gly 


Val 


■t\±- y 


Thr* 

X ill 


195 










200 


Gin Php Php 

ui ii jriivz r lie 


Ser 


Asn 


Ala 


Ala 


Val 
vai 


210 








215 




p"hp Tyr T.pn 
rue j. y i jjcu 


Pro 


Val 


Tip 
lie 


T1p 
lie: 




225 






230 






Ara AT a ?pr 


Lys 


Ser 




Tip 

11C 


uy o 






245 








A qti Gin m i i 
noli vjj.il vji Li 


Pro 


Val 


OCl 


Pro 


Ser 




260 










Pttj Aqti ficn 

ri kj rt oil noil 


Asn 


Asn 


l v le L 


Pro 


Pi \7 

vjiy 


275 










280 


Lys He Gin 


Asn Gly 


Lys 


Ala 


Pro 


290 








295 




Val Gin Gly 


Glu 


Glu 


Lys 


Glu 


Ser 


3/) 5 






310 






Ala Val Ala 


Ser 


Asn 


Met 


Arg 


Asp 






325 








Thr Val Ser 


Thr 


Ser 


Leu 


Gly 


His 




340 










Thr Cys He 


Lys 


lie 


Val 


Thr 


Lys 


355 










360 


Pro Ala Asn 


Thr 


Thr 


Val 


Glu 


Leu 


370 








375 




Asp Glu Lys 


Gin 


Asn 


lie 


Val 


Ala 


385 






390 






Gin Pro Ala 


Lys 


Lys 
zinc; 


Lys 


Pro 


Pro 



405 



LiPU Val Phe 

XJs^Wl VAX lilt 


Met 


Val 


Val 


Tvt 
iy i 


lie 


10 








15 




Asd AST") Asn 


Asp 


Lys 


Met 


Met 


Asn 


25 






30 






Gly Leu Ala 


Leu 


Thr 


Ser 


Pro 


Tvr 

iy i 






45 








Val Leu Val 


Ala 


Glv 

oiy 


Ser 


Leu 


Ser 




60 










Leu Val Met 


Val 


Ser 


He 


Lys 


Val 


75 










80 


Asn Tyr Phe 


Leu 


Phe 


Ser 


Leu 


Ala 


90 








95 




Phe Ser Met 


Asn 


Leu 


Tvr 
y 


Thr 


Leu 


105 






110 






Leu Gly Pro 


Val 


Val 


Cys 


Asp 


Leu 






125 








Ser Asn Ala 


Ser 


Val 


Met 


Asn 


Leu 




140 










Phe Cys Val 


Thr 


Lys 


Pro 


Leu 


Thr 


155 










160 


Met Ala Gly 


Met 


Met 


He 


Ala 


Ala 


170 








175 




Trp Ala Pro 


Ala 


lie 


Leu 


Phe 


Tttj 
lip 


185 






190 






Val Glu Asp 


Glv 

\jiy 


Glu 


Cys 


Tvt 
iy i 


lie 






205 








Thr Phe Gly 


Thr 


Ala 


He 


Ala 


Ala 




220 










Thr Val Leu 

i -ill. v ul UwU 


Tvr 
iyi 


up 


His 


He 


Ser 


235 










240 


T ,vq A^D TiV^ 


Lys 


Glu 


t 1 w 


Val 
vai 


Al a 

n l d 


250 








255 




Leu Val Gin 

l*L V vjl _L \_J 111 


Glv 

vjiy 


A tct 


Hp 

lie 


Val 


T .vc 
uy o 


265 






270 






Spy* A^n Gl n 

1 > — l nop VX UL 


Ala 




Gl ii 

VJl u 


111 O 


A en 
noil 






285 








Ar*cr A QT) Al a 
ni y o p rii.a 


Val 

V CI 1 


Thr* 


Gl 11 

Ul U. 


A an 






300 










Ser Asn Asp 


Ser 


Thr 


Ser 


Val 


Ser 


315 










320 


Asp Glu lie 


Thr 


Gin 


Asp 


Glu 


Asn 


330 








335 




Ser Lys Asp 


Glu 


Asn 


Ser 


Lys 


Gin 


345 






350 






Thr Gin Lys 


Ser 


Asp 


Ser 


Cys 


Thr 






365 








Val Gly Ser 


Ser 


Gly 


Gin 


Asn 


Gly 




380 










Arg Lys lie 


Val 


Lys 


Met 


Thr 


Lys 


395 










400 


Pro Ser Arg 


Glu 


Lys 


Lys 


Val 


Thr 


410 








415 





18 



Arg Thr lie Leu Ala lie Leu Leu 
420 

Tyr Asn Val Met Val Leu lie Asn 
435 440 
Asn Thr Val Trp Thr lie Gly Tyr 

450 455 
lie Asn Pro Ala Cys Tyr Ala Leu 
465 470 
Phe Lys His Leu Leu Met Cys His 
485 



Ala Phe He He Thr Trp Ala Pro 
425 430 
Thr Phe Cys Ala Pro Cys He Pro 
445 

Trp Leu Cys Tyr He Asn Ser Thr 
460 

Cys Asn Ala Thr Phe Lys Lys Thr 
475 480 
Tyr Lys Asn He Gly Ala Thr Arg 
490 495 



